soil that had been summer-fallowed the previous year to reduce the risk that soil moisture would 108 limit grain yield. Summer fallow, a soil-moisture conservation practice that is used in dry areas 109 such as the Canadian prairies, ensures a good wheat yield in the year following a fallow year. In
110
Regina, a 2-year rotation was used, namely, fallow one year and wheat the next. In the fallow 111 year, the soil was generally tilled twice and chemically cleaned once in spring. The site at Swift
112
Current was managed as a 3-year rotation, namely, fallow-wheat-oats. In semiarid Swift
113
Current, a chemical weed control treatment was also applied in spring, but generally a single 114 tillage operation was sufficient to control the vegetation. Seeding operations were managed in a 115 similar fashion with similar equipment at both sites.
116
The experiment was arranged in a randomized complete block design with three The AM fungal community of the roots of each durum wheat genotype was sampled at 129 heading in order to describe the community contributing to the development of yield. Two root 130 samples were collected from the top 0-to-7.5-cm soil layer with a shovel. The samples were 131 taken directly in the plant row following a systematic sampling plan (Fig. S1) in a 63,776-read AM fungal dataset.
200
The clean AM fungal sequences were clustered into operational taxonomic units ( .
204
Statistical analysis
205
The effects of genotype and site on multiple variables and on single variables were tested 206 using multivariate and univariate statistical tests, as described below. Because site properties and 207 communities were very different, the AM fungal communities of each site were considered 208 separately.
209
The significance of durum wheat genotype effects on the structure of AM fungal negatively impacted the quality of the dataset. reported to be positively related to wheat productivity and to N and P uptake efficiency, whereas 302 the abundance of Dominikia in soil was negatively related to wheat productivity and to N and P 303 uptake efficiency (Dai et al. 2014 
Fig. 2.
Abundance of reads of the genera of arbuscular mycorrhizal (AM) fungi representing the families Paraglomaceae, Archaeosporaceae, Diversisporaceae, Claroideoglomeraceae, and Glomeraceae among the niches (soil and roots) of durum wheat growing at the Regina and Swift Current sites. Abundance is expressed as a percentage of total AM fungi reads. The differences between root-and soil-inhabiting AM fungal communities were significant at both sites (P < 0.0001; n = 96 for Regina and n = 93 for Swift Current, according to a multiresponse permutation procedure). 
